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# 24t BATMAN Eff
install.packages("doSNOW")
install.packages(“plotrix")

install.packages(“batman", repos=“http://R-Forge.R-project.org”)
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library(batman)
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bm <- batman()
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% runBATMAN/BatmanInput/batmanOptions.txt EXEE

specNo - Ranges of spectra number to be included (e.g. 1,3-4 etc.):
1-4

paraProc - No of parallel processes (multicores) (only 1 core will be
used for single spectrum): 4

nItBurnin - Number of burn-in iterations: 7000

nItPostBurnin - Number of post-burn-in iterations: 1000
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bm <- batman()
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